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Biography

Since 2007, Dr. Huang involved in the studies of swine viral diseases,
including the porcine circovirus type 2, porcine reproductive and
respiratory syndrome virus, classical swine fever virus (CSFV), and
porcine epidemic diarrhea virus in Veterinary Research Institute (VRI).
Regarding the CSFV studies and diagnosis, his lab is focus on the items
of pathogenesis, immune regulation, vaccine, disease control and
national CSFV surveillance programs after 2008. His laboratory has
developed several CSFV technologies, including reverse transcription
multiplex real-time PCR, for the detection and genotyping of CSFV and
continues to work on the molecular pathogenesis and immune regulation
of CSFV in vitro and in vivo studies. Dr. Huang has published over 20
papers in peer-reviewed journals.
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Veterinary Research Institute, 2007-present
WOAH Expert for Classical swine fever virus, 2022-present
Education
2005-2012 PhD., Graduate Institute of Veterinary Medicine,
School of Veterinary Medicine, National Taiwan
University,
2003-2005 Master, Graduate Institute of Veterinary Medicine,
Nation Pingtung University of Science and Technology
2001-2003 DVM, Department of Veterinary Medicine, Nation
Pingtung University of Science and Technology
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